ABSTRACT
MATERIALS AND METHODS

1
Plant material and field experimental design
Council-CSIC in Pontevedra, Spain), together with six check cultivars were included in this 5 study (the nomenclature is as follows: ancestral landraces = PHA + number, breeding lines 6 =number of the ancestral landrace + line number) ( Table 1 and 2). The breeding lines were 7 derived, by single plant selection, from ancestral landraces from Northwestern Spain ( Figure   8 1), chosen to represent the main bean market classes of the germplasm collection at the MBG-
9
CSIC that includes 352 landraces of the region. One to five lines from each ancestral landrace 10 were selected depending on their phenotypic variability. The criterion of selection used was 11 yield (g plant -1 ) and protein content (gkg (Table 1 and Table 2 ) were grown in Pontevedra, Spain (42º 24' N latitude, 8º 
19
Morpho-agronomic and quality traits 20 The following morphological and agronomical traits were evaluated (IBPGR 1982, Santalla et coat and cotyledon plus seed coat, after removing the seed coat from the cotyledon and 8 keeping them for 24 h at 105 ºC). The morphological traits evaluated were length and width of 9 central trifoliate leaflet (measured in centimeters) and bracteole (measured in millimeters), 10 shape of leaflet (chordate, ovate, or hastate) and bracteole (chordate, ovate, or lanceolate), 11 growth habit (I, II, III and IV types, CIAT 1983), flower color (white, pink or purple), stripes 12 on the base of flower standard (stripped or smooth), pod beak position (placental or central), 13 seed shape (kidney, round or oval) and seed color (white, cream, yellow, pink, red, brown, 14 purple, black, bicolor).
15
Disease reaction 16 The breeding lines and the ancestral landraces together with susceptible and resistant check 17 cultivars ( American races, and this work was done in collaboration with the University of Idaho.
5
Another interest is to use these races as a gene pool marker. For rust, one primary leaf was 6 inoculated with the Andean race 38 and the other with the Mesoamerican race 53 of the 7 pathogen, using the spray-inoculation technique (Stavely 1983 
RESULTS
1
Morpho-agronomic and quality traits 2 The analysis of variance showed significant differences among the breeding lines for all the 3 traits except for starch content. Variation among the ancestral landraces was significant for all 4 traits with the exception of first dry pod and protein content while check cultivars displayed 5 significant differences for all the traits evaluated except for pod width and pod weight. Environmental effects were significant for flowering, first dry pod, seed length, width and were the earliest ones with 45 and 90 days to first flower and first dry pod, respectively. These 
15
Disease reaction 16 Disease screening was made, in some cases, using strains or races for USA and not the and Mesoamerican morpho-agronomic characteristics. Seed weight and protein content showed differences between lines and landraces and these often very severe. Gene pyramiding could be more efficient to obtain resistant breeding lines, 10 considering the link that exists between resistance genes for CBB and morphological and 11 quality genes.
12
The relatively high proportion of breeding lines susceptible to BCMV in this study is in The identification of these groups was possible by the existence of strong associations 22 between the traits considered in this study. Such associations can arise through multilocus 23 genetic associations or developmental correlations (Singh et al. 1991a (Singh et al. , 1991b progeny. This approach relies on prior classification of breeding lines using allozyme or recombination events that could be of utility to breeders seeking to improve common bean.
18
This work indicates the existence of lines with superior characteristics that could be used as patogénica de Pseudomonas syringae pv. phaseolicola y factores que influyen en su desarrollo.
5
Estudio de la herencia de la resistencia a la raza 1 de P.s. pv. phaseolicola. Doctoral Thesis. 
